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3 <110> APPLICANT: Yoshinaga, Steven f ^ 

4 Mak, Tak 

5 Shahinian, Arda 

6 Trafuri Bladt, Anna 

7 Senaldi, Giorgio . Tmrniir , 0 n osnnn n P 
9 <120> TITLE OF INVENTION: Polypeptides Involved in Immune Response 

11 <130> FILE REFERENCE: A-579C 

13 <140> CURRENT APPLICATION NUMBER: 097728,420a 

14 <141> CURRENT FILING DATE: 2000-11-28 

16 <150> PRIOR APPLICATION NUMBER: PCT/US00/01871 

17 <151> PRIOR FILING DATE: 2000-01-27 

19 <150> PRIOR APPLICATION NUMBER: US 09/264,527 

20 <151> PRIOR FILING DATE: 1999-03-08 

22 <150> PRIOR APPLICATION NUMBER: US 09/244,448 

23 <151> PRIOR FILING DATE: 1999-02-03 
25 <160> NUMBER OF SEQ ID NOS: 35 

27 <170> SOFTWARE: Patentln version 3.0 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 600 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Mus musculus 

34 <220> FEATURE: 

35 <221> NAME/KEY: CDS 

36 <222> LOCATION: <1)..(600) 

38 <400> SEQUENCE: 1 . 48 

z £ m E - £ S - - - - - 111 ~ * - 

c 10 
41 1 J . „4- „ = t- arrrr atn ttt tea 96 

43 

44 ^ 

45 20 ... ^ _„„ not rran act atC 144 



ri-t tta aca aga gaa ate aat ggc teg gec gat cat agg atg ttt tea 
III III Thr Sly Glu lie Asn Gly Ser Ala Asp His Arg Met Phe Ser 

ttt cac aat gga ggt gta cag att tct tgt aaa tac cct gag act gtc 
Phe h" III lly -Gly Val Gin lie Ser Cys Lys Tyr Pro Glu Thr Val 

51 cag cag tta aaa atg cga ttg ttc aga gag aga gaa gtc etc tgc gaa 192 

52 Gin Gil Leu Lys Me? Arg Leu Phe Arg Glu Arg Glu Val Leu Cys Glu 

ca 55 

s = s 5 s s E s s - s 5 « s s - r 240 

i 2 £ SS £ S 2 2 = = = = « = s ? 2 

85 

S = Z S S K = S 5 1 £ S - S = £ £ 336 

" att ttt gac eca cct cct ttt caa gaa agg aae ctt agt gga gga tat 384 
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68 lie Phe Asp Pro Pro Pro Phe Gin Glu Arg Asn Leu Ser Gly Gly Tyr 

I 2 S S S K S = S 5 5 2 S 3 = S 2 4M 
H - S » - k S S £ S E 2 2 S£ S S £ 480 

2 £ s s s ss £ s s - £ s s 2 - S s M8 

S S £ s£ S i S S S S E S = £ = £ 5 " 6 

85 180 185 600 

87 tct aga ctt gca ggt gtg acc tea 

88 Ser Arg Leu Ala Gly Val Thr Ser 

89 195 200 

92 <210> SEQ ID NO: 2 

93 <211> LENGTH: 200 

94 <212> TYPE: PRT 

95 <213> ORGANISM: Mus musculus 

11 ^/sTro^r Phe c y s *r g val Phe val Phe c y s Phe Leu Lie « 

i°03 Leu Leu Thr Gl* Glu He Asn Gly ser ,1. ASP His Ar, Met Phe ser 

25 



W7 Phe His Asn fly Gly Val Gin lie llr Cys Lys Tyr Pro Glu Thr Val 

Leu Lys Met Arg Leu Phe Arg Glu Arg Glu Va] 
55 60 
III Leu Thr Lys Thr Lys Gly Ser Gly Asn Ala Val Ser He Lys Asn Pro 



III Gin Gin Leu Lys Met Arg Leu Phe Arg Glu Arg Glu Val Leu Cys Glu 

112 

115 Lei 

ii 6 9 Met Leu Cys Leu Tyr His Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 



85 yu 
120 nn riv qpr Tvr Tyr Phe Cys Ser Leu Ser 

123 Asn Asn Pro Asp Ser Ser Gin Gly Ser lyr iyx j 



127 lie Phe Asp Pro Pro Pro Phe Gin Glu Arg Asn Leu Ser Gly Gly Tyr 



100 



105 I" 



131 Leu His lie Tyr Glu Ser Gin Leu Cys Cys Gin Leu Lys Leu Trp Leu 
135 Pro vfl Gly Cys Ala Ala III Val Val Val Leu Leu Phe Gly Cys lie 

150 -LD3 

"39 Leu lie lie Trp Phe Ser Lys Lys Lys Tyr Gly Ser Ser Val His Asp 



120 



125 



165 



170 



143 Pro Asn Ser Glu Tyr Met Phe Met Ala Ala Val Asn Thr Asn Lys Lys 

144 180 i85 

147 Ser Arg Leu Ala Gly Val Thr Ser 

148 195 200 
151 <210> SEQ ID NO: 3 
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152 <211> LENGTH: 200 

153 <212> TYPE: PRT 

154 <213> ORGANISM: Mus musculus 

\H ^ V.'STSi Phe C,s «, val Phe V,l Phe Cys Phe Leu lie *r g 

5 10 
16^ Leu Leu Thr Gly Glu He Asn Gly Ser Ala Asp His Arg Met Phe Ser 
162 20 25 



HI Phe His Asn Gly Gly Val Gin lie Ser Cys Lys Tyr Pro Glu Thr Val 
167 Gin Gin Leu Lys Met Arg Leu Phe Arg Glu Arg Glu Val Leu Cys Glu 
"5 Leu Thr Lys Thr Lys Gly Ser Gly Asn Ala Val Ser lie Lys Asn Pro 
173 Met Leu Cys Leu Tyr His Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 



i nn 100 — - - 

179 He Phe Asp Pro Pro Pro Phe Gin Glu Arg Asn Leu Ser Gly Gly Tyr 



174 85 90 

176 
177 
179 

i 8 82 Leu His lie Tyr Glu Ser Gin Leu Cys Cys Gin Leu Lys Leu Tr P Leu 



176 Asn Asn Pro As P Ser Ser Gin Gly Ser Tyr Tyr Phe Cys Ser Leu Ser 

120 125 



IS? Pro Val Gly Cys Ala Ala Phe Val Val Val Leu Leu Phe Gly Cys lie 
188 Leu lie He Trp Phe Ser Lys Lys Lys Tyr Gly Ser Ser Val His Asp 
III Pro Asn Ser Glu IH Met Phe Met Ala Ala Val Asn Thr Asn Lys Lys 



186 145 150 155 

He He Trp Phe Ser Lys Lys Lys Tyr Gly ^ — ■ 
165 170 
, Asn Ser Glu Tyr Met Phe Met Ala Ala Val Asn Thr 
192 180 185 190 

194 Ser Arg Leu Ala Gly Val Thr Ser 

195 195 200 

197 <210> SEQ ID NO: 4 

198 <211> LENGTH: 218 

199 <212> TYPE: PRT 

200 <213> ORGANISM: Mus musculus 

Z ^"ZTZ Leu Leu Phe Leu «. Leu Phe Ph. Ser «1 .X. 

5 10 
111 Val Thr Glu Asn Lys He Leu Val Lys Gin Ser Pro Leu Leu Val Val 

210 Asp Ser Asn g5u Val Ser Leu Ser Cys Arg Tyr Ser Tyr Asn Leu Leu 

213 Ala Lys Glu Phe Arg Ala Ser Leu Tyr Lys Gly Val Asn Ser Asp Val 

55 " 
fit Glu Val Cys Val Gly Asn Gly Asn Phe Thr Tyr Gin Pro Gin Phe Arg 

219 Ser Asn Ala Glu Phe Asn Cys Asp Gly As P Phe Asp Asn Glu Thr Val 

222 Thr Phe Arg Leu ll P Asn Leu His Val Asn His Thr Asp lie Tyr Phe 

223 100 105 110 
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225 cys x» - - - - s ™ pro Tyr ~ - giu r 

S ser £ Ita XX. X* JU XU OXu - - - " 

229 130 T Ala Leu Val Val Val Ala Gly Val 

231 Gin Ser Ser Pro Lys Leu Phe Trp a ^ 160 

232 145 i J 50 , _ „ al Thr va i A la Leu Cys Val lie Trp 
234 Leu Phe Cys Tyr Gly Leu Leu Val ^ 175 

165 , Thr Thr Me t Asn Met 

237 Thr Asn Ser Arg Arg Asn Arg Leu Leu Gin Val ^ 

238 180 _ ly Leu Thr A rg Lys Pro Tyr Gin Pro Tyr Ala 
240 Thr Pro Arg Arg Pro Gly Leu Tftr a <j ^ 



2 2 4 43 Pro Ala frg Asp Phe Ala Ala Tyr Arg Pro 
244 210 

246 <210> SEQ ID NO: 5 

247 <211> LENGTH: 44 

l\l SS." sequence 

251 <220> FEATURE: 



^22l> NAME/KEY: misc_f eature 
253 ?223^ OTHER INFORMATION: Synthetrc 

256 <400> SEQUENCE : S yal Cys Cys A sn Val Phe Leu 

258 Met Arg Leu Leu Val Ser cys ly ^ 15 

259 1 I vrn Pro S er Gly His He Glu Leu Cys Lys Leu 

261 Asn Tyr Phe Cys Pro Pro Pro Ser *y 3Q 

262 20 T ^„ T „ n Ile Trp Pro Arg Ala 
264 Trp Leu Val Phe Leu Leu Leu lie P 



265 35 

267 <210> SEQ ID NO: 6 

268 <211> LENGTH: 966 

269 <212> TYPE: DNA 

270 <213> ORGANISM: Mus musculus 

272 <220> FEATURE: 

273 <221> NAME/KEY: CDS 

274 <222> LOCATION: (1). .(966) 

276 <400> SEQUENCE: 6 t _ ^ nta t cc ttg gga acc agg cag cct 

277 atg cag eta aag tgt ccc tgt ttt gtg tcc tg gg ^ ^ prQ 

278 Met Gin Leu Lys Cys Pro Cys Phe V ^ 15 

279 1 * _ tr , a ac gag ttc ttt tct ggt ctt ggt 



48 



2 28 9 1 tt tgg aag aag etc cat gtt tct age ggg ttc j« ^ ^ _ Qly 
282 Val Trp Lys Lys Leu His Val Ser b y 3 0 

20 . . „ ¥ aC c tct gca gag act J-** 
III at, ttc tt, ct, ct, tt, a,c a,c etc t,t ,=t ,cc ^ ^ ^ ^ 
28 6 Leu Phe Lea Leu Leu Lea ser ^ 



S Leu Leu Leu Leu Ser Ser Leu cys 

" - S S E S « 5 = £ « « = = S S S 



289 

290 Glu Val Gly Aia «eu ~- -- 60 

291 50 Bt ttc a L ttg agt ggt ctg tat gtc tat tgg caa 
293 ccc cac aga cgc cat ttc aac ttg y 
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294 


Pro 


His 


Arg 


Arg 


His 


Phe 


Asn 


Leu 


Ser Gly 


Leu 


Tyr 


Val 


Tyr 


Trp 


Gin 




295 


65 










70 










75 










80 




297 


ate 


gaa 


aac 


cca 


gaa 


gtt 


teg 


gtg 


act 


tac 


tac 


ctg 


cct 


tac 


aag 


tct 


288 


298 


He 


Glu 


Asn 


Pro 


Glu 


Val 


Ser 


Val 


Thr 


Tyr 


Tyr 


Leu 


Pro 


Tyr 


Lys 


Ser 




299 










85 










90 










95 






301 


cca 


ggg 


ate 


aat 


gtg 


gac 


agt 


tec 


tac 


aag 


aac 


agg 


ggc 


cat 


ctg 


tec 


336 


302 


Pro 


Gly 


He 


Asn 


Val 


Asp 


Ser 


Ser 


Tyr 


Lys 


Asn 


Arg 


Gly 


His 


Leu 


Ser 




303 






100 










105 










110 








305 


ctg 


gac 


tec 


atg 


aag 


cag 


ggt 


aac 


ttc 


tct 


ctg 


tac 


ctg 


aag 


aat 


gtc 


384 


306 


Leu 


Asp 


Ser 


Met 


Lys 


Gin 


Gly Asn 


Phe 


Ser 


Leu 


Tyr 


Leu 


Lys 


Asn 


Val 




307 






115 










120 










125 










309 


acc 


cct 


cag 


gat 


acc 


cag 


gag 


ttc 


aca 


tgc 


egg 


gta 


ttt 


atg 


aat 


aca 


432 


310 


Thr 


Pro 


Gin 


Asp 


Thr 


Gin 


Glu 


Phe 


Thr 


Cys 


Arg 


Val 


Phe 


Met 


Asn 


Thr 




311 




130 










135 










140 












313 


gec 


aca 


gag 


tta 


gtc 


aag 


ate 


ttg 


gaa 


gag gtg 


gtc 


agg 


ctg 


cgt 


gtg 


480 


314 


Ala 


Thr 


Glu 


Leu 


Val 


Lys 


He 


Leu 


Glu 


Glu 


Val 


Val 


Arg 


Leu 


Arg 


Val 




315 


145 










150 










155 










160 




317 


gca 


gca 


aac 


ttc 


agt 


aca 


cct 


gtc 


ate 


age 


acc 


tct 


gat 


age 


tec 


aac 


528 


318 


Ala 


Ala 


Asn 


Phe 


Ser 


Thr 


Pro 


Val 


He 


Ser 


Thr 


Ser 


Asp 


Ser 


Ser 


Asn 




319 










165 










170 










175 






321 


ccg 


ggc 


cag 


gaa 


cgt 


acc 


tac 


acc 


tgc 


atg 


tec 


aag 


aat 


ggc 


tac 


cca 


576 


322 


Pro Gly 


Gin 


Glu 


Arg 


Thr 


Tyr 


Thr 


Cys 


Met 


Ser 


Lys 


Asn 


Gly 


Tyr 


Pro 




323 








180 










185 










190 








325 


gag 


ccc 


aac 


ctg 


tat tgg 


ate 


aac 


aca 


acg 


gac 


aat 


age 


eta 


ata 


gac 


624 


326 


Glu 


Pro 


Asn 


Leu 


Tyr 


Trp 


He 


Asn 


Thr 


Thr 


Asp 


Asn 


Ser 


Leu 


He 


Asp 




327 






195 










200 










205 










329 


acg 


get 


ctg 


cag 


aat 


aac 


act 


gtc 


tac 


ttg 


aac 


aag 


ttg 


ggc 


ctg 


tat 


672 


330 


Thr 


Ala 


Leu 


Gin 


Asn 


Asn 


Thr 


Val 


Tyr Leu Asn 


Lys 


Leu 


Gly 


Leu 


Tyr 




331 




210 










215 










220 












333 


gat 


gta 


ate 


age 


aca 


tta 


agg 


etc 


cct 


tgg 


aca 


tct 


cgt 


ggg 


gat 


gtt 


720 


334 


Asp 


Val 


He 


Ser 


Thr 


Leu 


Arg 


Leu 


Pro 


Trp 


Thr 


Ser 


Arg 


Gly 


Asp 


Val 




335 


225 










230 










235 










240 




337 


ctg 


tgc 


tgc 


gta 


gag 


aat 


gtg 


get 


etc 


cac 


cag 


aac 


ate 


act 


age 


att 


768 


338 


Leu 


Cys 


Cys 


Val 


Glu 


Asn 


Val 


Ala 


Leu 


His 


Gin 


Asn 


lie 


Thr 


Ser 


He 




339 








245 










250 










255 






341 


age 


cag 


gca 


gaa 


agt 


ttc 


act 


gga 


aat 


aac 


aca 


aag 


aac 


cca 


cag 


gaa 


816 


342 


Ser 


Gin 


Ala 


Glu 


Ser 


Phe 


Thr Gly 


Asn 


Asn 


Thr 


Lys 


Asn 


Pro 


Gin 


Glu 




343 








260 










265 










270 








345 


acc 


cac 


aat 


aat 


gag 


tta 


aaa 


gtc 


ctt 


gtc 


ccc 


gtc 


ctt 


get 


gta 


ctg 


864 


346 


Thr 


His 


Asn 


Asn 


Glu 


Leu 


Lys 


Val 


Leu 


Val 


Pro 


Val 


Leu 


Ala 


Val 


Leu 




347 






275 










280 










285 










349 


gcg 


gca 


gcg 


gca 


ttc 


gtt 


tec 


ttc 


ate 


ata 


tac 


aga 


cgc 


acg 


cgt 


ccc 


912 


350 


Ala 


Ala 


Ala 


Ala 


Phe 


Val 


Ser 


Phe 


He 


He 


Tyr 


Arg 


Arg 


Thr 


Arg 


Pro 




351 




290 










295 










300 












353 


cac 


cga 


age 


tat 


aca 


gga 


ccc 


aag 


act 


gta 


cag 


ctt 


gaa 


ctt 


aca 


gac 


960 


354 


His 


Arg 


Ser 


Tyr 


Thr Gly 


Pro 


Lys 


Thr 


Val 


Gin 


Leu 


Glu 


Leu 


Thr 


Asp 




355 


305 










310 










315 










320 





357 cac gec 

358 His Ala 
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